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Background:
Nutrition researches are geared towards correlating single-nucleotide polymorphisms (SNPs) with known 
phenotypes of non-communicable disease. Identifying relevant gene-diet-phenotype interactions can help in 
determining the susceptibility and predisposition of individuals to a particular metabolic condition. 

Objectives:
The study aimed to evaluate the association of CDKN2A and ATP2B1 genes with nutrient intake and clinical 
profile of Filipino adults in Ilocos, Bicol and Metro Manila.

Methods:
A total of 100 participants of the 7th National Nutrition Survey from Ilocos, Bicol and Metro Manila were 
included in the study. DNA samples were extracted from participants’ blood samples and genotyped for 
CDKN2A/2B rs 10811661 and ATP2B1 rs 2681472. SNP frequencies were aggregated according to  the 
identified gene variant and were associated with the nutrient intake, blood pressure classification, fasting 
blood sugar and cholesterol levels. Inter-individual variability was assessed using Mann Whitney U Test. All 
analyses were conducted utilizing SPSS version 11.5.

Results:
Preliminary SNP characterization showed 81% and 71% of the respondents who were genotyped for 
CDKN2A/2B rs 10811661 and ATP2B1 rs 2681472 indicated TT genotype while 19% and 29% have the 
CC genotype,  respectively. Participants with elevated fasting blood sugar who have the TT genotype 
for CDKN2/2B had higher energy intake compared to those with normal FBS. Likewise, intake of fat was 
significantly higher (p<0.05) in the TT genotype.  For those who have the CC genotype, the macro and 
micro-nutrient intake were higher among those with normal FBS as compared to those with elevated FBS 
level, however, no significant difference in the nutrient intake was observed between the two groups.  Among 
the participants who were genotyped for ATP2B1, hypertensive subjects in the TT genotype were shown to 
have higher macro nutrient (CHO, protein and fat), and vitamin A intake as compared to the TT genotype 
of normotensive participants. On the other hand, the macro nutrient intake of those normotensive who have 
the CC genotype were higher compared to the hypertensives, however, the latter had higher intake of fat, 
vitamin A and C. Furthermore, participants with TT genotype who had high energy intake tended to have 
elevated blood pressure.

Conclusion and Recommendations:
High fat intake is a contributory factor in hypertension and high blood sugar levels. Hypertension and high 
fasting blood sugar may be associated with the T allele, however, the association was not highly significant. 
This may be due to limited number of samples. Further study is recommended  to evaluate the association 
of genes with dietary intake.   Establishing a genetic basis for food likes and dislikes can lead to the 
development of novel food products targeted to a specific genotypes or ethnic populations, and eventually 
specific strategies for maintaining good health.


